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  concentration measures ,       19   

  condenser lens ,       384   

  condition (programming) ,       642   

  conditional likelihood ,       591   

  confi dence 

  interval ,       336 ,  710   

  limit ,       710    

  confl uent cells ,       53 ,  55   

  conformation ,       10   

  conformational selection model , 

      849   

  Congreve’s rule of three ,       871   
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  Coulter counter ,       57   
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