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monoamines, 384
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genetics of fear and anxiety, 225–226
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138–140

neural activity patterns, 385

neural function

impacts of drugs on, 136–137
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neurons (cont.)
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model organisms, 17–18
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See also particular species
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non-synonymous mutations, See missense mutations
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burden of disease, 287

candidate genes associated with, 288–289

contributing factors, 287

412 Index

www.cambridge.org/9781108487979
www.cambridge.org


Cambridge University Press
978-1-108-48797-9 — Foundations of Behavior Genetics
Scott F. Stoltenberg 
Index
More Information

www.cambridge.org© in this web service Cambridge University Press

familial obesity, 287

health impacts, 287

in mice with defective leptin signaling,
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in Prader-Willi syndrome, 287–288
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susceptibility to, 279–281

syndromic obesity, 287–288
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heritability of neuroticism trait, 199

neuroticism, 196

pharmacodynamics, 136–137, 386

pharmacogenetic reports

direct-to-consumer genetic testing, 333–334

pharmacogenetics, 136, 138–140, 386

pharmacogenomics, 138, 140, 386

pharmacokinetics, 136–137, 386

pharmacology, 136, 386

phenotypes, 33–34, 386

forensic DNA phenotyping, 341

role of genetic variation, 99–101

phenotypic variance, 387
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components, 49–50

sources of environmental variance, 53–56
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See also exercise

physiological measures, 387

pleiotropy, 160–161, 387
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point mutations, 387

point prevalence, 387
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additive genetic variation, 57–58

polygenic inheritance model, 46–47

polygenic risk scores, 108, 387
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population stratification, 387

effects on genetic variation statistical

associations, 109–110

population thinking, 12–13, 387

positive symptoms, 387

positively reinforcing behavior, 387

positron emission tomography (PET), 133, 387

post-traumatic stress disorder (PTSD), 180, 241–243
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estimates of heritability of risk, 242
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post-traumatic stress disorder (PTSD) (cont.)

family and twin studies, 241–242

genome-wide association studies, 242–243

non-human animal models, 243

prevalence of, 241

risk factors and protective factors, 241–242

Prader-Willi syndrome, 88

obesity in people with, 287–288

precision medicine, 337, 387
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337–338

in psychiatry, 338–340
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private damaging mutations, 162–163, 387

proactive aggression, 387

proband, 388
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Cross-Disorder Group, 203

psychiatry

precision medicine, 338–340

psychoactive substances, 248, 250–251, 388

psychopharmacology, 136, 388
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qualitative traits, 27, 31, 388

quantitative genetics, 58, 73

Fisher’s polygenic model of inheritance, 46–47

origins of, 46

quantitative trait loci (QTL), 388

quantitative trait loci (QTL) studies, 108

quantitative traits, 27, 31, 388

dominance genetic variance, 52

problem of dimensional traits, 46–48
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scientific racism, 8–9
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receptor binding affinity, 136
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response to selection, 389

resting potential, 389
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ribonucleic acid. See RNA

ribosomes, 84

risk alleles, 108, 389

risk indicators, 389

RNA, 389

discovery of, 77
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RNA polymerase, 81, 389
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Sanger sequencing, 104–105, 390
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DISC1 gene studies, 164

dopamine hypothesis, 156
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162–163

molecular genetics, 159–163

neurobiological features associated with,
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non-human animal genetic models, 163–164

NRG1 gene studies, 164

pleiotropy among associated genes, 160–161

polygenic risk score, 161

polygenic trait, 159

positive and negative symptoms, 155

prevalence, 154

private damaging mutations, 162–163
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symptom heterogeneity, 155

symptoms, 154–155

treatment, 154

scientific racism, 8–9, 352–353, 390

sedentary behavior, 390

selection differential, 390
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depression-like behavior in rats, 63–64

dog breeding for certain traits, 6–8

domestication syndrome, 228–229
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use of heritability estimation, 60

selective permeability, 390

selective serotonin reuptake inhibitors. See SSRIs

self-report measures, 10, 390
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serotonin receptor genetics, 124–126
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serotonin transporter 5-HTTLPR variants, 138–139

anxiety and, 230–231

effects on SSRI response, 339–340

role in depressive disorders, 208–210

role in individual differences in SSRI response,
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215

serotonin transporter system
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sex chromosome number

impact of alterations on social cognition, 312

sex chromosomes, 73, 390

sex determination in humans, 323

sex-linked inheritance

white eye mutation in fruit flies, 37–38

sex-linked phenotype, 390

sexual behavior circuits, 320–323
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sexual reproduction
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sexual selection, 320–323, 390
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genetic variation in binding of
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