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proliferative kidney disease in salmonid fish (cont.)

overt infection stages, 316

parasite bryozoan hosts, 316

parasite life cycle, 316
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and habitat suitability models, 113
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spatially explicit descriptions, 228

spatially explicit epidemiology, 342

tracking human mobility, 344

viral, bacterial and parasitic infections, 342
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as biomonitoring tool, 351
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