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Gaussian, 137
law, 68, 69
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selection probability, 101, 119
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prediction, 12
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systematic error, 90

temperature
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temperature (cont.)
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thermodynamic
equilibrium, 36, 81, 184
laws, 33
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thermostat
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Nosé–Hoover, 135
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transition

coil–globule, 164
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gas–liquid, 172
helix–coil, 213
hierarchy, 243, 247, 249
layering, 274
liquid–solid, 156, 158, 164, 172
second-order, 46, 64, 104, 165, 280
solid–solid, 156, 164, 172

two-state, 213, 279
wetting, 277

transition probability, 83, 101, 119
transition state theory, 51, 101
translation, 6
tRNA, 7
two-state folding, 8, 191, 209
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van der Waals
equation, 55
force, 11, 23, 48, 150
gas, 57
interaction, 14, 17, 217
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human immunodeficiency, 1
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