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300, 302, 305, 321, 324=5, 36973,
375
simple, 225-6, 229—35, 237-8, 245, 24858,
260, 273, 279, 281-3, 287-8, 296, 305, 3245,
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leptotene, 220, 226, 229
Lepus, 114
Les Houches, 296, 325, 372—3
lesser striped shrew. See Sorex bedfordiae
LGM. See Last Glacial Maximum
LH. See Les Houches
lifespan, 70-1, 75, 233, 258
Ligustrum vulgare, 392
linkage, 236, 366, 372
disequilibrium, 247
Lipotyphla, 21
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litter size, 32, 35, 259
Lovatj, 163
Lumbricidae, 28
luminescence, optically stimulated, 415
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Macroscelidea, 21
Mahalanobis distances, 396
mammoth steppe, 409, 429
mandible, 3, 20, 23, 71, 76, 33859, 414
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chromosomal, 273
genetic, 12, 118, 187, 200, 236, 315, 319, 3279,
375, 458
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MaxEnt reconstruction, 418
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293, 326, 367, 36970, 372—4, 386, 461
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231, 256
Menotyphla, 21
metabolic rate, 20, 24, 301, 33, 47, 344
metabolism, 19, 24, 30, 32, 356
metaphase, 2207, 230, 233, 2401,
247-56
metapopulation, 355, 358
Mezen, 162, 390
microsatellite. See markers, microsatellites
Microtus
agrestis, 47, 113, 200
arvalis orcadensis, 115
oeconomus, 40
migration rate, 41, 319, 329
Milankovitch cycles, 409, See also climate
cycles
Millet’s shrew. See Sorex coronatus
MIS. See stages, marine isotope
MULHI protein labelling, 220, 222, 236—40,
242—6
Moldova, 355, 433
mole voles. See Ellobius
mole rats, 273, 368
moles. See Talpidae
monogamy, 394
Montenegro, 125
morphometrics, 70—6, 336—59, 422
geometric, 12, 69, 82, 458
MRP. See matrix representation parsimony
MSCI. See meiotic sex chromosome
inactivation
MSUC. See meiotic silencing of unpaired
chromatin

mtDNA. See DNA, mitochondrial
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multivalent, 222, 231-2, 237, 260, 282, 367, See
also configuration, meiotic
Muntiacus muntjak. See Indian muntjac
reevesi. See Chinese muntjac
Mus
musculus domesticus. See house mouse
poschiavinus, 11
mutation, 337
chromosomal, 97, 121-2, 196, 209, 217, 274,
300-1, 303, 305, 421, 439, 457
colour, 23
deleterious, 219
neutral, 272
rate, 96, 113, 115, 123, 31§
Robertsonian. See mutation, chromosomal
stepwise, 1978, 458
mutL 1 protein labelling, 220
Myanmar, 121
Myodes. See Clethrionomys
Myosoricinae, 22

Myxosporea, 47

Nannomys minutoides, 273

Nannospalax. See mole rats

Neanderthals, 407

NEKG. See group, karyotypic, North
European

Neomys. See water shrew

Nepal, 121

Netherlands, 24, 38, 78, 125, 202

network analysis, 188, 191-9, 202, 2046,
20910, 340, 411, 437

NGRIP. See North Greenland Ice Core
Project

niche, 29, 385

trophic, 29, 394

nondisjunction, 219, 247-55, 2579

NORs. See nucleolar organiser regions

North America, 4, 20, 22, 137, 140,
142

North Sea, 200, 429

Northern Dvina River, 390

North Greenland Ice Core Project, 4268

Norway, 74—, 77-8, 125, 147-8, 152, 164

nucleolar organiser regions, 91
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nucleotide, 85, 115, 122, 187, 315, 377

nucleus, 226

number, chromosomal, 3, 95, 136, 366
autosomal, 137, 140
diploid, 11, 1389, 142, 144, 245, 273, 456
fundamental, 139—40, 341, 351

numts (nuclear copies of mitochondrial genes),

116

Ob River, 26, 164—3, 388, 429

offspring, 20, 33-8, 41, 43, 45—6, 203, 253, 255,
258, 2812, 293—4, 296, 374, 394, 398,
456

Oka River, 159, 168, 388

Omolon River, 393

oocyte, 219, 221, 233

Opiliones, 28

OSL. See luminescence, optically stimulated

overdominance, 345

OxCal 4.3. See Oxford Radiocarbon Lab’s
model

Oxford Radiocarbon Lab’s model, 428

oxygen isotope curve, 426, See also stages,
marine isotope

pachytene, 93, 221-41, 244, 256, 369
palacoclimate models, 418, 430, 437
CCSM, 418
MIROC3.2, 418, 434
Palacopsylla soricis, 46
parapatry, 24, 29, 119, 137, 146, 159, 169, 295, 297,
325, 330, 347, 350, 352, 357, 38578,
3934
parasites, 38, 46—7
parsimony, 187—90, 198, 202, 204, 209—10, 212,
417
paternity, multiple, 36
pathogens, 47
PAUP (Phylogenetic Analysis Using
Parsimony software), 187-8
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polymorphism, 315-16, See also chromosome
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polymorphism, single nucleotide, 319
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density, 34, 38—9, 41, 43, 45, 72, 272, 296, 305
dynamics, 34, 39
expansion, 85, 96, 116, 123, 199, 203
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predators, 28, 456
processes
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asper, 4, 26, 137, 139, 142, 418, 432
bedfordiae, 121
caecutiens, 45—6, 120, 419—20
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satunini, 4, 25, 69, 77, 81, 137, 139—40, 142, 159,
368, 418, 432
subaraneus, 415-16, 419—22, 439
tundrensis, 4, 26, 69, 82, 120, 137-9, 142, 393,
399, 414, 418-20, 429, 432
vagrans, 393
Soricidae, 19, 22, 135
Soricimyxum fegati, 47
Soricinae, 20, 22, 24, 37, 414
Spain, 79, 119, 139, 325, 330, 355, 413, 436
species
cryptic, 69, 385
distribution modelling, 120, 4303,
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recognition, 398, 400
sibling, 2, 4, 24, 29-30, 69, 79, 119, 128,
140, 186, 295—6, 301, 339, 385, 415, 458—61
sperm competition, 36, 43, 394
spermatocyte, 92, 221—2, 233—4, 256
spermatogenesis, 234, 324
Spermophilus brunneus, 86
spindle, 218, 229, 256
stages, marine isotope. See climate cycles
starburst pattern, 119, 1223, 125
stepping stone model, 121
sterility, 219, 258, 301, 326, 329, 369, 460
stoat, 46
STRs. See short tandem repeats
subpopulations, 314, 328
subspecies, 26, 76—84, 135, 356, 461
substitution rate. See mutation rate
SUMO-1 protein labelling, 225
Suncus murinus, 229
super-supergene, 247, 261
suture zone, 195
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167, 202, 209, 277, 295, 320, 323, 325, 349,
371, 387, 391
SYCP protein labelling, 220—2, 226, 231
sympatry, 47, 385, 3924, 399

synapomorphy, 136, 190, 420

synapsis, 221-33

synaptonemal complex. See complex,
synaptonemal

synteny, 9o, 135, 244

syntopy, 75, 80, 119, 399

taiga shrew. See Sorex isodon
Talpidae, 212, 26, 47, 135
tapeworms. See cestodes
teeth, 20, 23, 37, 73, 75, 78, 82, 338, 3445, 352,
409, 414
telomere, 88, 137, 142—3, 2223, 226, 229, 236,
242, 244-5, 376
telophase, 219
temperature tolerance, 30, 200
tenrecs, 21
tension zone, 272, 349—51, 370,
386
TerrainBase data set, 344
territoriality, 42—, 391, 394
testis mass, relative, 387
Tibetan Plateau, 121, 409
ticks, 46—7
Tien Shan, 4, 139, 432
t-locus, 256
Tobol River, 388
tolerance, 204, 207
translocations, whole-arm reciprocal
(WARTS), 946, 144, 187, 192, 195-6,
208-10, 212, 226, 231—2, 242, 257, 273, 279,
286, 300-1, 303, 317
transmission
biased, 219, 255-6
chromosomal, 249, 256, 258
treatment, hypotonic, 2
tree shrews. See Scandentia
trisomy, 93, 255
mosaicism, 94
trivalent. See sex chromosomes, trivalent
tuco-tuco. See Ctenomys talarum
tularaemia, 47
tundra shrew. See Sorex tundrensis
Turkey, 25, 81, 125, 185
twin acrocentrics, 244, 256, 387
type A and B karyotypes, 2—4
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Valais shrew. See Sorex antinorii
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146, 169, 186, 317, 337, 339, 345, 347, 3556,
358, 368
sex-related, 71
vicariance, 113
Villanyian, 415
Vistula River, 160
Volga River, 157, 161, 163, 165,
388
Vulpes vulpes. See red fox

Wales, 147, 150, 167

WARTS. See translocations, whole-arm
reciprocal

water shrew, 23

WEKG. See group, karyotypic, West
European

white-toothed shrews. See Crocidurinae

wild cat, 46

wildebeest, 264
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woolly mammoth, 429
woolly rhinoceros, 429

WorldClim data layers, 417

X chromosome, 2, 90, 92, 95, 136, 190, 223, 248,
256’ 315, 326_9) 420
XY.Y,. See sex chromosome trivalent

Y chromosome, 2, 88, 117, 136, 315, 319—20,
326—9

Y, chromosome, 2, 88, 90, 92, 1367, 161, 223,
225—6, 239, 244, 248, 256, 326—9

Y, chromosome, 2, 90, 93, 136—7, 223, 256,
326—9, 420

Yakutia, 26, 385

yellow-necked mouse. See Apodemus

Yenisei River, 148, 165, 168, 388, 429

young. See offspring

Younger Dryas (YD), 113-14, 116, 118—20, 123,
199, 4268, 457, 461

Zonal raciation, 197, 205, 3013
zone. See also cline
bimodal, 275, 283
coincident. See cline, coincident
hybrid. See suture zone and tension zone
staggered. See cline, staggered
Zoo-FISH. See fluorescent in situ
hybridisation
zoonotic diseases, 47

zygote, 219, 372
zygotene, 220, 223, 226, 229
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