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TLR. See temporal lobe resection
topology, network, 2
graph theoretical analysis of, 128
in FCD, 131–2
in TLE, 128–30

tractography, 63–5, 127–8
traffic networks, interventions into,

2–3
traits, genetic architecture of, 6–9
transcript count matrix, 26
transcription factors, RNA-seq in

identification of, 28–9
transcriptional networks, 7–9
transcriptome, 19–21
transcriptome profiling, 19–20, 35
current technologies in
RNA-seq, 20–2
single-cell and single-nuclei
RNA-seq, 23–4

small RNA-seq, 22–3
spatial transcriptomics, 24–5
third-generation sequencing, 25

data analysis techniques for,
25–6

differential expression testing,
26

other techniques, 27

read alignment and
quantification of expression,
26

epilepsy research utilising, 27–35
biomarker detection with small
RNA-seq, 29

drug target identification with
RNA-seq, 28

transcription factor
identification with RNA-seq,
28–9

TSC investigations with small
RNA-seq and RNA-seq,
27–8

epitranscriptomics, 31
machine learning application to,

31–2
data integration with, 33, 35
in epilepsy research, 32–5

transfer entropy (TE), 111–12
traumatic brain injury (TBI)
outcomes variability following, 2
RNA-seq investigations of, 28–9

tuberous sclerosis complex (TSC), 2,
7, 27–8

unit scale, epilepsy approaches at,
86–7, 89, 94

cognitive dysfunction
mechanisms, 93–4

epilepsy mechanisms, 93
multi-unit recordings, 88–94

neuronal firing modelling as point
processes, 89

neuronal firing modelling using
GLM approach, 88–91

seizure mechanisms,
91–3

single unit recordings, 88–94
unsupervised machine learning,

31–2

vagus nerve stimulation (VNS),
147–9

Virtual Epileptic Patient (VEP)
model, 45–6

virtual surgeries and stimulations,
53–5

VNS. See vagus nerve stimulation

waves, EEG, 52–3
whole genome bisulfite sequencing

(WGBS), 29–30
whole-exome sequencing, 5–6
whole-genome sequencing,

5–6
Wilson-Cowan model, 43–4
within-subject variability, in

personalised network
modelling, 68

working memory, 94

xTLE. See extra temporal lobe
epilepsy

Index

160

www.cambridge.org/9781009258081
www.cambridge.org

