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split network, 68
proper, 68
split prime, 154
split system, 24
affine, 165
circular, 70
compatible, 39
full affine, 166
incompatible, 52
k-compatible, 222
M-independent, 165
octahedral, 169
weakly compatible, 149
weighted, 41
splits
compatible, 39
incompatible, 39
starting point
of a path, 6
subgraph, 6
induced, 6
isometric, 15
subset
gated, 15
subspace
of a metric space, 14
subtree, 7
induced, 11
super-network, 227
super-tree problem, 121
support
of a quartet, 27
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symmetric difference, 8
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total weight
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star, 8
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compatible phylogenetic,
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triplet, 197
triplet system, 196
compatible, 219
type
of an edge, 56
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vertex, 5

central, 8
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isolated, 7

of a path, 6

passed by a path, 6

reticulation, 220
vertex set, 4
vertex-cutset, 7
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proper, 73
X-split, 24
X-tree, 21
binary, 22
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phylogenetic rooted, 197
rooted, 195
simple, 21
weighted, 31
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isomorphic, 22
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